The classification of picornaviruses isolated from respiratory secretions as human rhinoviruses (HRVs) or enteroviruses (EVs) by using reverse transcription-polymerase chain reaction was compared to that derived from acid lability testing. Of the 135 clinical isolates examined, 91 were found to be HRVs and 44 were EVs.
There was 100%o concordance between the two classification methods. Reverse transcription-polymerase chain reaction is an effective alternative to traditional methods for differentiating HRVs from EVs.
The family Picornaviridae is a large family of singlestranded RNA viruses that cause a variety of illnesses in humans. Human rhinoviruses (HRVs) and enteroviruses (EVs) are distinct genera of major clinical importance in humans; both may cause acute respiratory illness. Diagnosis of HRV and EV infection by immunoassays is considered to be impractical because of their antigenic diversity. Approaches to rapid diagnosis using broadly reactive genetic probes in nucleic acid hybridization assays have lacked sensitivity (8 The RT-PCR assay was performed by a modification of the procedure described by Olive et al. (2, 8) . Viral RNA was extracted from harvest fluids by previously described methods (2 On the basis of cytopathic changes in tissue culture monolayers, 140 specimens were initially designated as containing picornaviruses. Five of these could not be confirmed after further tissue culture passage and reisolation tests, leaving 135 isolates for study. Figure 1 shows the typical results of an RT-PCR assay. A total of 91 HRVs and 44 EVs were classified by RT-PCR and acid lability assays. The two assay systems agreed on the identification of all isolates. This is the first report to evaluate the utility of the OL24 and OL68-1 primers to accurately classify a large number of clinical picomavirus isolates. Several investigators have reported on the utility of RT-PCR tests using other primer pairs for the identification of EVs in clinical specimens and tissue culture harvests and their classification as polioviruses or nonpolioviruses (1, 6, 10, 11). Olive et al. have shown that the EVs identified by the OL24 and OL68-1 primers also may be further classified into polioviruses and nonpolioviruses by using poliovirus-specific probes in hybridization studies on the amplified products (8) .
Echovirus type 22 and related EV strains would not be classifiable by using the OL24 and 0L68-1 primers because of the lack of homology of these viruses with other EVs and HRVs (5, 6) . However, since we found complete agreement between the RT-PCR assay and our standard acid lability assay and each EV isolate generated a PCR amplification band of the expected size, it is likely that no echovirus type 22-like strains were grown from our respiratory samples.
The level of detection for our assay is probably suboptimal for using directly on clinical specimens, and no attempt was (6) . However, the ability of the assay to correctly classify 100% of picornavirus isolates from our laboratory over a 1-year period suggests that it is a useful tool for epidemiologic studies of picornaviruses isolated from the respiratory tract. It may also have a role in the evaluation of EV isolates in diagnostic laboratories. The cost of reagents for an RT-PCR assay (ca. $5) is less than half of the reagent cost for an acid lability assay (ca. $12). RT-PCR has a potential disadvantage compared with acid lability assays, being subject to carryover contamination. Attention to basic quality control methods in the performance of this assay has prevented this from being a problem in our laboratory (7) . The lower sensitivity of the OL68-1:OL24 primer pair may also help prevent this problem. Thus, the RT-PCR assay is a viable, cost-effective alternative to acid lability assays for the classification of picornavirus respiratory tract 
